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Disclaimer

Information provided herein is current as of the date of issue. Information added or changed since the last H7N9
situation update appears in red. Human cases are depicted in the geographic location of their report. For some cases,
exposure may have occurred in one geographic location but reported in another. For cases with unknown onset date,
reporting date was used instead. FAO compiles information drawn from multiple national (Ministries of Agriculture or
Livestock, Ministries of Health, Provincial Government websites; Centers for Disease Prevention and Control [CDC]) and
international sources (World Health Organization [WHO], World Organisation for Animal Health [OIE]) as well as peerreviewed scientific articles. FAO makes every effort to ensure, but does not guarantee, accuracy, completeness or
authenticity of the information. The designation employed and the presentation of material on the map do not imply the
expression of any opinion whatsoever on the part of FAO concerning the legal or constitutional status of any country,
territory or sea area, or concerning the delimitation of frontiers.

Overview
Hazard: Influenza A(H7N9) virus with pandemic potential.
Country: China; imported cases in Malaysia (1) and Canada (2).
Number of human cases: 1,625 confirmed; 621 deaths (since February 2013).
New findings in birds / environment since last update (13 February 2018): 1
New human cases since last update (13 February 2018): 0
Map 1. Human cases and positive findings in birds or the environment

Note: Human cases are depicted in the geographic location where they were reported; for some cases, exposure
may have occurred in a different geographic location. Precise location of 63 human cases in Anhui (2), Beijing (2),
Guangdong (1), Guangxi (1), Hebei (3), Hunan (1), Hubei (2), Jiangsu (2), Jiangxi (6), Sichuan (2), Zhejiang (3)
and unknown (38) Provinces are currently not known, these cases are therefore not shown on the map.

Provinces/municipalities affected: Beijing, Chongqing, Shanghai and Tianjin Municipalities; Anhui,
Fujian, Gansu, Guangdong, Guizhou, Hebei, Heilongjiang, Henan, Hubei, Hunan, Jiangsu, Jiangxi, Jilin,
Liaoning, Qinghai, Shaanxi, Shanxi, Shandong, Sichuan, Taiwan, Yunnan and Zhejiang Provinces; Hong
Kong SAR, Macao SAR; Guangxi, Inner Mongolia, Ningxia Hui, Tibet and Xinjiang Uyghur Autonomous
Regions (China); Sabah (Malaysia); British Columbia (Canada).

Highly pathogenic virus findings: Since 10 January 2017, highly pathogenic avian influenza (HPAI) type
H7N9 virus was detected in a total of 54 poultry or environmental samples (42 chickens, 2 duck and 10
environmental samples); H7N9 virus isolates from 32 human cases were found to be HPAI virus.
Table. Number of locations testing positive for H7N9 HPAI virus (n=38) in birds and/or the environment, by
province and sampling site as of 28 February 2018.
Province

LBM*

Farm

Backyard

Airport

Total

Anhui

0

1

0

0

1

Fujian

1

0

0

0

1

Guangdong

22

0

0

0

22

Guangxi

0

1

0

0

1

Hebei

0

1

0

0

1

Heilongjiang

0

1

0

0

1

Henan

0

1

0

0

1

Hunan

3

1

1

0

5

Inner Mongolia

0

2

0

0

2

Shaanxi

0

1

0

0

1

Tianjin

0

1

0

0

1

Unknown

0

0

0

1

1

TOTAL

26

10

1

1

38

*LBM: live bird market

Situation update
Animals


28 February 2018, Ministry of Agriculture, China published the results of the national animal H7N9
surveillance and post-vaccination monitoring for the month of January 2018. The overall postvaccination monitoring result* from 28 provinces was 87.30%**. Out of the 43,466 virology samples
collected from 25 provinces, one duck sample in a live bird market tested positive for H7N9 in Nanan
City, Fujian Province [reference].
*antibody titre ≥ 24 as required by the MoA regulation. **ratio of poultry samples which achieved required immunity level.



24 February 2018: The Ministry of Agriculture, China has released Guiding principles on Prevention and
Control of H7N9 Flu in Poultry in China (2018-2020) to further improve the prevention and control of
influenza H7N9 in poultry and effectively maintain poultry production and public health safety. The
"National poultry H7N9 influenza elimination plan", which was in force since 2014, has been abolished.
The new guiding principles prevail in case of inconsistencies with previous regulations [reference].
Among others, the new guiding principles contain the following requirements:

o
o
o
o

o

to achieve that less than 0.1% of the bird population (i.e. one out of 1000 birds) will be affected
by H7N9 during 12 consecutive months;
to achieve that there will be no outbreak in large-scale farm (≥ 20,000 birds for layers or ≥
50,000 birds for broilers) – with or without vaccination – during 12 consecutive days;
to maintain herd immunity above 70%;
for any cross provincial border poultry movement: within 21 days before leaving the farm, a
minimum of 30 poultry samples shall be collected and tested within 48 hours; or an
immunization certificate needs to be submitted for meat chickens or meat ducks that are less
than 50 days old.
promote and strengthen the implementation of 1110* system at markets.

Note: *cleaning once a day, thorough disinfection once a week, closing-day once a month, zero live poultry remaining in the
cage over night or while closing.

Animal/environmental findings: Since 4 April 2013 around 2500 virological samples from the
environment, chickens, pigeons, ducks and a tree sparrow tested positive; positives mainly from live bird
markets, vendors and some commercial or breeding farms.
Figure 1. Number of positive virological samples from birds or the environment, by province and origin as
of 28 February 2018. Data include both high and low pathogenic H7N9 viruses.

Figure 2. Distributions of low* and highly pathogenic H7N9 virologically positive samples (nLPAI=233;
nHPAI=38) collected from birds or the environment, by sampling location, between October 2016 and 28
February 2018. Samples from the same location and time are grouped.

*may contain unconfirmed HPAI at the time of publishing
Figure 3. Distributions of low* and highly pathogenic H7N9 virologically positive samples (nLPAI=271;
nHPAI=44) collected from birds or the environment, by sample origin between October 2016 and 28 February
2018. Samples from the same origin, location and time are grouped.

*may contain unconfirmed HPAI at the time of publishing

Humans



Since the last update (13 February 2018), no new human case was reported.
For detailed informationon human cases, please refer to WHO's Disease Outbreak News

Figure 4. Number of officially reported human cases since February 2013 as of 28 February 2018. Data
include both high and low pathogenic H7N9 viruses

Figure 5. Incidence of officially reported human cases by month, based on onset date from October 2013
(Beginning of wave 2) to 28 February 2018. Both high and low pathogenic H7N9 viruses are included.

Note: For cases with unknown onset dates from wave 2 (n=2), wave 3 (n=146), wave 4 (n=27) and wave 5
(n=55), reporting dates were used instead.
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insertions and mutation at the cleavage site of the hemagglutinin similar to those from reported
human cases. Phylogenetically, they formed a separate cluster. Laboratory animal infection confirmed
their high pathogenicity in chickens and varied virulence in mice.

FAO actions:




FAO published a risk assessment update entitled, “Chinese-Origin H7N9 Highly Pathogenic Avian
Influenza: Spread in poultry and human exposure” [reference]
FAO guidance and risk assessments are available on a dedicated website [link]
Liaise with China and partners, monitor situation, monitor virus evolution, conduct market chain
analysis, risk assessment, surveillance guidance and communication.

FAO’s support to countries




FAO continues supporting at-risk countries with surveillance and preparedness for H7N9 incursion
FAO is providing surveillance and sampling guidance for South and Southeast Asia
Funding to date: US$ 8.1 million mobilized (US$ 6.7 million USAID, US$ 1.9 million TCPs)

